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Figure 3. Shown the position (8675... 8715) of the first long repeat was not found in an expressed region in the genome.
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Figure 4. Shown the second long repeat as a Misc. Feature where the position (78458...78498).
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Figure 5. Shown the third long repeat as a Misc. feature where the position was from (85021...85061).
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Figure 6. Shown the position of the third repeat was located from (85046. .. 85062) and located as a shared part in the gene rps3.



